Forkhead transcription factors were first discovered more than 10 years ago in Drosophila and are characterized by a shared 100 amino acid DNA-binding motif, termed the "winged helix" or "forkhead" domain. Conserved forkhead domains have been identified in eukaryotic organisms from yeast to humans. The human genome contains more than 40 FOX genes. The forkhead transcription factors have been shown to play diverse roles in development, metabolism, immunology, cancer, and cell-cycle control.
Severe growth retardation, hypoglycemia, electrolyte imbalance. Die soon after birth. 
